BERWANR MG LAk (T21, T18 Al T13) HHBENF X R F P
W TEN AR ISR

TS W KA

P10 | BIIXBEHEAAHARAS

F31002 TR 1R R R IR ]

F31003 tEREFAMEARZAR A

F31004 AMAEEHEGRHA R F

F31005 3 E AR A A R E

F31006 treEZFETHAARAF

F31007 wl A F AL EH R AR E

F31008 LEREETERMARAF

F31009 tEEREFABELEARANE

31010 BI1ZEA £ IR N

F31011 LiEEREMBE AR RTEANF

F31012 TN TTH A WA R F]

F31013 W XA AR TR

F31014 LB AR A R

F31015 T EgEA GEID HRAF

F31016 BRAERHEA FID FARAFE

F31017 BT MU F AR

F31018 LEEEAEGRBEARAF

F31019 EE#E (LiE) ARAE

F31020 AR ERAF

F31021 T A H A R 5

F31022 il AR EMEAR R 7]

F31023 FEFHARA R

F31024 WEEZRHER A HFRAF

F31025 WAZAZEFEAERAF

F31026 Z KW

F31027 TL AR A A A SRR IR E
F31028 EE R F

F31029 YAREHTE FID HIRAF
31030 % [ (ROCHE) # %2 IR/ &]

F31031 MY T AE Y T EAK RN F

F31032 KX K Z R 2% R 5

P03 | RREEHREEAAARARAS

F31034 NEAEZREARNEALRA

F31035 ERERE (BRI HRAF

F31036 AU T3 A A [ 0 BT A IR 5]

F31037 HREMERHIRN

F31038 I11lumina

F31039 Life technologies

F31040 I & FEHGRE AR E




F31041 BYERER A ES THEA RN E
F31042 AR B F A £ A R PR ]
F31043 FE R B AR AR R E

F31044 ZiERAERBH (L) FIRAE
F31045 XEEHBEA M) HRAE
F31046 RIS A £ AR IR F
31047 A AT A A A R R TR
F31048 FI BE E 7 A R F

F31049 RE CUE) ST ARMA A R A F
F31050 ] A S A AR TR ]

F31051 W FETHEARAE

F31052 B EAEMBE TR ARAE
F31053 ]Ik B A I BAR A A TR
F31054 MM AR Z BT B R IR F
F31055 EEVHARE (L) HIRAFE
F31056 HHEEARELEEWHEAF IR
F31057 IR T A AR A A TR E]
F31058 FI B RAEETT AR E

F31059 A N 8 22 A 4 AR TR ]
F31998 HEe A GEFHET)

F31999 L E B RRAA




75 5w J5 LA R

F32001 PCR-Sanger JIJ7i2%

F32002 PCR-AERAIR I ik

32003 PCR-FR#IM: B K E 2 & (Restriction fragment length polymorphism,
RFLP)

F32004 PCR-EABERI R Z &M (Single—Strand Conformation Polymorphism, SSCP)

F32005 SEI 5 PCR G2 &

F32006 w7 PCR CGE M
SE RO PCR-9 34 PH I 2548 2248 (Amplification Refractory Mutation

F32007 System, ARMS)BRZEA7 B K474 4 PCR (Allele Specific PCR)

F32008 SEI G PCR-E 0 PRl 28 04 (high resolution melting real—time
PCR, PCR-HRM)

F32009 PCR-Iii 5k 44227 (PCR-luminex)

F32010 PCR-ZEE[AE Fr 4438 (DNA microarray)

F32011 PCR-J ] #4383 (reverse dot hybridization, RDB)

F32012 PCR-F AR A%

39013 PCR-ZZ % T %0 WK #H & 3% /> #1 (denaturing high performance liquid
chromatography, DHPLC)
PCR— 25 J5t % Bh 306 M B FL B8 K47 B ) B 3% (Matrix—Assisted Laser

F32014 Desorption/Ionization Time of Flight Mass Spectrometry,
MALDI-TOF-MS)>

F32015 kAZEREH 1 PCR (peptide nucleic acid -~ PCR, PNA-PCR)

32016 & 2 MR B £ ¥ 8 PCR(co—amplification at low denaturation
temperature PCR, COLD-PCR)

F32017 P SE

F32018 JERL AT 9 e o it E AL AL BRI Fr

F32019 WIGFEAI 4R (Fluorescence in situ hybridization, FISH)

F32020 ZARMF (next—generation sequencing, NGS)

F32021 #7 PCR
Z EHEEZRS P ¥ EF R Multiplex Ligation Dependent Probe

132022 Amplification, MLPA)

F32023 Ebis LR 41 28305y (Array Comparative Genome Hybridization, aCGH)

F32094 BAZE 2 SHMIESE F (Single Nucleotide Polymorphism Array, SNP
array)

F32999 Hegnk GEER)




o] XA AR

F33001 ABT 5700 %% & PCRAX

F33002 ROCHE Lightcycler (E4HE)
F33003 Bio—Rad iCycle

F33004 ROCHE Lightcycler 480

F33005 ABI 7700 %% & PCRAX

F33006 ABI 7000 %% & PCRAX

F33007 ABT 7900 %%t & PCR X

F33008 COBAS AMPLICOR

F33009 COBAS TagMan

F33010 ABI 7300 %% & PCRAX

F33011 ABI 7500 %% & PCRAX

F33012 Rotor Gene

F33013 Line—Gene

F33014 MJ Research Opticon II

F33015 DA7600 FxERY 4 S ekl &= 4t
F33016 BHE FluoCycle SZH 56 5E & PCR X
F33017 SLAN 5% ;€ & PCR 41X

F33018 Genelight 9800 4= H #hZEF PCR /34 R 4¢
F33019 Genelight 2400 4= H#hEEF PCR 704 R 4:
F33020 1A 5 CFX96 S 5% )6 58 & PCR X
F33021 ABI StepOnePlus

F33022 ABI Veriti

F33023 ABI 2720

F33024 ABI 9700

F33025 Bio—Rad T100

F33026 TL-988 siif 5% ;5 & PCR 41X
F33027 f# H FQD-48A (A4)

F33028 f#H TC-96/G/H(b) A

F33029 f# H LifeTouch

F33030 TKATH B B 248 Clin-TOF-1
F33031 Luminex 100

F33032 Luminex 200

F33033 Baio BR-526-24 4x [ &5 AX
F33034 Baio BE-2.0 A:4its FrilisiX
F33035 DA9000

F33036 fts LuxScan 10K-B S 411 Fr 34X
F33037 ABI 3500 il FFAX

F33038 ABT 3500DX il FEAX

F33039 ABT 3730XL JFFAX

F33040 ABI 3130 Wl F#AX

F33041 ABI 3100 4%

F33042 PyroMark Q24 FEMEERI X




F33043 PyroMark Q96 ID FEmEEZIIF{X
F33044 % FAZ IR 731 PRis 2 52 4% HHM-2
F33045 BGISEQ-100

F33046 BGISEQ-1000

F33047 DA8600

F33048 BioelectronSeq 4000

F33049 NextSeq CN500

F33050 Ton Proton

F33051 HiSeq 2000

F33052 HiSeq 2500

F33053 Ton torrent PGM

F33054 MiSeq

F33055 HiSeq X Ten

F33056 SLAN-96P/96S/48P 4= [ )% | PCR /4T R4t
F33057 BGISEQ-500

F33058 BGISEQ-50

F33059 NextSeq 550AR

F33060 BHF-VI

F33061 FITEAE

F33062 Gentier 48F SEZHJ 5% 5% & PCR 41X
F33063 StrataGene Mx3000P %5 & PCR 4X
F33064 AGS 4800 S %'t 5E & PCR A%
F33065 AGS 9600 S %'t 5E & PCR A%
F33066 ABI Q5/ Q7 SER %€ & PCR AX
F33999 He GEFEDR)




