BRI b P R i TR 0 A B AR AR

BA G Bl H4 &

740001 BT3B AW E R R F

740002 At A R A B O R

740003 LERHEEMEHR AR

740004 Nk J A B 2 RO IR F

740005 31 & A PR i A IR E

740006 tEeEREENREARAE

740007 L Kk S A AR A R

740008 bR A TAR i A IRA

740009 LiEEREFRELEARAE

740010 BT % LR A4 TN F

740011 LR AR R FAEA

740012 BRI T A HAR A PR ]

740013 | BRI A A H A A

740014 i 2T A AR R

740015 TaAEMBA (FI) HRAE

740016 AEEMEA (FEI) AHRAE

740017 BN P A AL R R

740018 LiEFHE A RT AR

740019 HEEME (EE) ARAE

740020 T % R EFBOR R

740021 T %5 & 25 B A Y AR IR

740022 BRI T Y EA A R

740023 LEEHA AR E

740024 W R R AR R A R BOR R

740025 WARZH ZHEEFEAARAE

740026 %Ki




740027 T AU A A A Rt A R
740028 ZERRIENE

740029 PANEMTAE (FEY) AHRAF
740030 % I (ROCHE) 3% % A R4 &

740031 TN 37 A M T HOK A PR
740032 KK Z KA 558 R
740033 b3 Ae B EH R 2R R R K R A TR ]
740034 A6 £ i 5 3 25 AR AR A PR F]
740035 R EMAE (RIX) HRAE
740036 N DL 5% An B 25 B 5 B SR A7 PR A &
740037 16 A4 & J R R ]

740038 I11umina

740039 Life technologies

740040 J N g2 s R 2 R EOA PR
740041 HIEREHAEYEF TREARAE
740042 b FH R A A R
740043 7 Rk AR A R AT PR B

740044 ZiERAREEAE () ARAF
740045 KRAEMEA (FIM) ARAH
740046 R & AR HE R E
740047 b5 R R BT A M BRI AR A TR A F]
740048 HI R =R AR FE

740049 RE () BT SRR A R
740050 I % H B

740051 BN 15 A A A A R A ]
740052 FINT AL T £ P AR A RAF
740053 VRRE- &R LR € ¢ O

740999
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2024 T2 3 PR Hb 0 g 73 L R 43 BRI 5 4w Ag R

Rt ko e

740001 PCR-Sanger MU J¥ i

740002 PCR-E BRI 7 i£

710003 PCR- R %] ¥ F B kK E % & # ( Restriction fragment length
polymorphism, RFLP)

710004 PCR- ¥ % # % % X M  (Single-Strand Conformation
Polymorphism,SSCP)

740005 F B 7K PCR(E E)

740006 SEBF K PCR (2 )
T PCR-3 ¥ FHL# X % % 45 (Amplification Refractory Mutation

740007 o o -
System, ARMS)=: < {2 [H 4% 7 4 3 PCR ( Allele Specific PCR )

740008 SE B PCR-8 20 #E K % 1 22047 (high resolution melting real-time
PCR, PCR-HRM)

740009 PCR-%L XK K 44 3% (PCR-luminex )

740010 PCR-ZE % A 72 25 (DNA microarray)

740011 PCR-J_A f 24 & i% (reverse dot hybridization, RDB)

740012 PCR-3 ¥ 3 %0 %

10013 PCR- 7 M & 2% i A 8, 3 2 47 ( denaturing high performance liquid
chromatography, DHPLC)
PCR- & /5T % By WOt M AT B % WAT I 1] BT 3% ( Matrix-Assisted Laser

740014 Desorption/lonization ~ Time of  Flight ~Mass  Spectrometry,
MALDI-TOF-MS)

740015 Jik 4% B2 #if %] PCR(peptide nucleic acid-PCR, PNA-PCR)

40016 i & % & F # ¥ 8 PCR(co-amplification at low denaturation
temperature PCR, COLD-PCR)

740017 AR FE

740018 JRATL R 28O0 B B AZHEAZ B 7

740019 %t B AL 22 % (Fluorescence in situ hybridization, FISH )

740020 —fRMF (next-generation sequencing, NGS )




740021 ¥ F PCR

740022 % & # # % 4 ¥ ¥ H K (Multiplex Ligation Dependent Probe
Amplification, MLPA)

740023 th 4 K B 41 44 & % F (Array Comparative Genome Hybridization ,
aCGH)

740024 B £ A MM X R (Single Nucleotide Polymorphism Array,
SNP array)

740025 Z 6 RAT VR R % 94T (Multicolor Melting Curve Analysis, MMCA)

740999 HEEHiE GEER)

2024 4E 5 PR Hb A e 28 1 B R 40 B R A B8 AL 2
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740001 | ABI 5700 % 3% =& PCR {3

740002 | ROCHE Lightcycler (H4% )
740003 | Bio—Rad iCycle

740004 ROCHE Lightcycler 480

740005 | ABI 7700 #% % & PCR 1Y

740006 | ABI 7000 % 3% 2 & PCR

740007 | ABI 7900 #% % & PCR 13

740008 | COBAS AMPLICOR

740009 COBAS TagMan

740010 | ABI 7300 % 3% 8 PCR {3

740011 | ABI 7500 % 3% & PCR {3

740012 Rotor Gene

740013 | Line—Gene

740014 MJ Research Opticon II

740015 | DAT600 AZBR ™ 3§ 5 B 5 AR M £ 55
740016 | FH4E FluoCycle SEEf5 L € & PCR X
740017 | SLAN % & 8 PCR {L

740018 | Genelight 9800 4 & 4 [E Fl PCR 47 % 4
740019 | Genelight 2400 4 H z4[E F| PCR 547 & 4
740020 | 1A CFX96 5Bt % 2 & PCR AL
740021 | ABI StepOnePlus

740022

ABI Veriti




740023 | ABI 2720
740024 | ABI 9700

740025 | Bio—Rad T100

740026 | TL-988 SZHE}HZ L & PCR L
740027 8 H FQD-48A (A4)

740028 8 H TC-96/G/H (b) A

740029 | # H LifeTouch

740030 | WATEEE BT & 40 C1in-TOF-I
740031 Luminex 100

740032 Luminex 200

740033 | Baio BR-526-24 4 B zh Ze &)
740034 | Baio BE-2.0 41X B iRiEfL
740035 | DA9000

740036 ih % LuxScan 10K-B [ 7 % F HHE
740037 | ABI 3500 3 F {3

740038 | ABI 3500DX 3|7 {3

740039 | ABT 3730XL |7 L

740040 | ABT 3130 JU)F 4L

740041 | ABI 3100 )71

740042 PyroMark Q24 £ &8 M JF X
740043 PyroMark Q96 ID &8 |7 13
740044 | BRI B 4T P 442X HHM-2
740045 | BGISEQ-100

740046 | BGISEQ-1000

740047 | DA8600

740048 BioelectronSeq 4000

740049 | NextSeq CN500

740050 Ton Proton

740051 HiSeq 2000

740052 | HiSeq 2500

740053 ITon torrent PGM

740054 | MiSeq

740055 HiSeq X Ten

740056 | SLAN-96P/96S/48P 4 & #h [E il PCR 47 % 4




740057 | BGISEQ-500

740058 | BGISEQ-50

740059 NextSeq 550AR

740060 | BHF-VI

740061 FIHAM:E

740062 Gentier 48F SEHF#K ¢ & & PCR Y
740063 StrataGene Mx3000P 3% % & PCR {3
740064 | AGS 4800 SZEHE L E B PCR 1YL
740065 | AGS 9600 SZE}H L B PCR 1YL
740066 | ABI Q5/ Q7 SLE7% € 2 & PCR {X
740999 | Hv GFEFR)




